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SEQUENCE LISTING 

<110> CLAPHAM, DAVID E. 
REN, DEJIAN 

<12 0> SPERM-SPECIFIC CATION CHANNEL, AND USES THEREFOR 

<130> 110313. 135US3 

<140> 10697863 
<141> 2003-10-30 

<150> PCT/US02/13847 
<151> 2002-05-03 

<150> 60/327,167 
<151> 2001-10-04 

<150> 60/288,402 
<151> 2001-05-03 

<160> 20 

<170> Patentin version 3.5 

<210> 1 
<211> 2343 

<212> DNA 

<213> Homo sapiens 



<400> 1 

atggatcaaa actcagtgcc tgaaaaggct cagaatgagg cagacaccaa taacgcagat 60 

aggttctttc gctctcactc atcaccccca caccacaggc caggccacag cagagctctc 120 

caccattacg agttgcacca tcacggcgtg ccccaccaac gtggtgaatc tcaccaccct 180 

ccggagttcc aagacttcca cgaccaagcc ttgtcctccc atgtccacca atctcaccac 240 

cacagcgagg cacggaatca cggcagagcc catggcccca caggctttgg tctggctccc 300 

tctcaaggcg ccgtcccctc ccaccgttcc tacggtgagg actaccatga tgagctccaa 360 

cgtgatggca ggaggcatca tgatgggtcc caatacggtg ggttccatca gcagagtgac 420 

tcccattacc atagggggtc tcaccatggc agaccccaat atctcggtga gaatttatcc 480 

cactattcct ctggcgtgcc ccaccacggt gaggcttccc accatggtgg gtcctacctc 540 

ccccatggac ccaatcccta cagtgagtcc ttccaccaca gcgaggcttc ccaccttagc 600 

gggctccaac acgatgagtc ccagcatcac caagtccccc accgtggctg gccccaccat 660 

caccaagtcc accaccatgg caggtcccgt catcatgaag cccaccagca tggaaagtct 720 

cctcatcacg gagagaccat ttcccctcat tcctctgtgg ggtcctacca gcgtgggata 780 



tctgactatc acagcgagta ccaccaaggt gatcaccacc ccagtgagta ccaccatggc 840 

gaccatcccc accacacaca gcaccactac caccagaccc accggcaccg agactaccat 90 0 

cagcaccaag accaccacgg cgcgtatcat tccagttacc tccatggcga ctacgtccag 960 

agcacttccc aactctctat cccacacaca tcccggagcc tgattcacga tgcccccggc 1020 

cctgctgctt ctcgtacagg agtcttcccc tatcacgtag cacacccacg gggctcggct 1080 

cacagcatga ctcggtcctc cagcacaatc cgctcacgtg tcacccagat gtccaaaaaa 1140 

gtccataccc aggatatctc caccaaacat tcagaagact ggggcaaaga agaagggcaa 120 0 

tttcagaaac gcaaaaccgg caggctccag cggacccgca agaagggaca ctctaccaat 1260 

ctcttccagt ggctgtggga aaagctaacc ttcctcattc agggcttccg ggaaatgatc 1320 

cggaacctga cccaatcctt ggcctttgaa actttcatct tcttcgttgt ctgcctcaac 1380 

accgtcatgc tggtggccca gaccttcgct gaagtcgaga tccggggcga gtggtacttc 1440 

atggccttgg actccatatt cttctgcatc tacgtggtgg aagccctgct caagatcatc 1500 

gccctgggcc tctcgtactt ctttgacttc tggaacaatt tggacttctt cattatggcc 1560 

atggccgtgc tggacttctt gctgatgcag acccactcct tcgccatcta ccaccaaagc 1620 

ctcttccgga tcctcaaggt cttcaagagc ctgcgggccc tgagggcaat ccgggtcctg 168 0 

cggaggctca gcttcctgac cagcgtccag gaagtgacag ggaccctggg ccagtccttg 1740 

ccgtccatcg cagccatcct catcctcatg tttacctgcc tcttcctctt ctccgcggtc 1800 

ctccgggcac tgttccgcaa atctgacccc aagcgcttcc agaacatctt caccaccatc 18 60 

ttcaccctct tcaccttgct cacgctggat gactggtccc tcatctacat ggacagccgt 1920 

gcccagggcg cctggtacat cattcccatc ctcataattt acatcatcat ccagtacttc 1980 

atcttcctca acctggtgat tactgtcctg gtggatagct tccagacggc gctgttcaaa 2040 

ggccttgaga aagcgaagca ggagagggcc gcccggatcc aagagaagct gctggaagac 2100 

tcactgacgg agctcagagc tgcagagccc aaagaggtgg cgagtgaagg caccatgctg 2160 

aagcggctca tcgagaaaaa gtttgggacc atgactgaga agcagcagga gctcctgttc 2220 

cattacctgc agctggtggc aagcgtggag caggagcagc agaagttccg ctcccaggca 228 0 

gccgtcatcg atgagattgt ggacaccaca tttgaggctg gagaagagga cttcaggaat 2 34 0 

tga 2343 



<210> 2 



<211> 780 
<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Asp Gin Asn Ser Val Pro Glu Lys Ala Gin Asn Glu Ala Asp Thr 
15 10 15 



Asn Asn Ala Asp Arg Phe Phe Arg Ser His Ser Ser Pro Pro His His 
20 25 30 



Arg Pro Gly His Ser Arg Ala Leu His His Tyr Glu Leu His His His 
35 40 45 



Gly Val Pro His Gin Arg Gly Glu Ser His His Pro Pro Glu Phe Gin 
50 55 60 



Asp Phe His Asp Gin Ala Leu Ser Ser His Val His Gin Ser His His 
65 70 75 80 



His Ser Glu Ala Arg Asn His Gly Arg Ala His Gly Pro Thr Gly Phe 
85 90 95 



Gly Leu Ala Pro Ser Gin Gly Ala Val Pro Ser His Arg Ser Tyr Gly 
100 105 110 



Glu Asp Tyr His Asp Glu Leu Gin Arg Asp Gly Arg Arg His His Asp 
115 120 125 



Gly Ser Gin Tyr Gly Gly Phe His Gin Gin Ser Asp Ser His Tyr His 
130 135 140 



Arg Gly Ser His His Gly Arg Pro Gin Tyr Leu Gly Glu Asn Leu Ser 
145 150 155 160 



His Tyr Ser Ser Gly Val Pro His His Gly Glu Ala Ser His His Gly 
165 170 175 



Gly Ser Tyr Leu Pro His Gly Pro Asn Pro Tyr Ser Glu Ser Phe His 
180 185 190 



His Ser Glu Ala Ser His Leu Ser Gly Leu Gin His Asp Glu Ser Gin 
195 200 205 



His His Gin Val Pro His Arg Gly Trp Pro His His His Gin Val His 
210 215 220 



His His Gly Arg Ser Arg His His Glu Ala His Gin His Gly Lys Ser 
225 230 235 240 



Pro His His Gly Glu Thr lie Ser Pro His Ser Ser Val Gly Ser Tyr 
245 250 255 



Gin Arg Gly lie Ser Asp Tyr His Ser Glu Tyr His Gin Gly Asp His 
260 265 270 



His Pro Ser Glu Tyr His His Gly Asp His Pro His His Thr Gin His 
275 280 285 



His Tyr His Gin Thr His Arg His Arg Asp Tyr His Gin His Gin Asp 
290 295 300 



His His Gly Ala Tyr His Ser Ser Tyr Leu His Gly Asp Tyr Val Gin 
305 310 315 320 



Ser Thr Ser Gin Leu Ser lie Pro His Thr Ser Arg Ser Leu lie His 
325 330 335 



Asp Ala Pro Gly Pro Ala Ala Ser Arg Thr Gly Val Phe Pro Tyr His 
340 345 350 



Val Ala His Pro Arg Gly Ser Ala His Ser Met Thr Arg Ser Ser Ser 
355 360 365 



Thr lie Arg Ser Arg Val Thr Gin Met Ser Lys Lys Val His Thr Gin 
370 375 380 



Asp lie Ser Thr Lys His Ser Glu Asp Trp Gly Lys Glu Glu Gly Gin 
385 390 395 400 



Phe Gin Lys Arg Lys Thr Gly Arg Leu Gin Arg Thr Arg Lys Lys Gly 
405 410 415 



His Ser Thr Asn Leu Phe Gin Trp Leu Trp Glu Lys Leu Thr Phe Leu 
420 425 430 



lie Gin Gly Phe Arg Glu Met lie Arg Asn Leu Thr Gin Ser Leu Ala 



435 



440 



445 



Phe Glu Thr Phe lie Phe Phe Val Val Cys Leu Asn Thr Val Met Leu 
450 455 460 



Val Ala Gin Thr Phe Ala Glu Val Glu lie Arg Gly Glu Trp Tyr Phe 
465 470 475 480 



Met Ala Leu Asp Ser lie Phe Phe Cys lie Tyr Val Val Glu Ala Leu 
485 490 495 



Leu Lys lie lie Ala Leu Gly Leu Ser Tyr Phe Phe Asp Phe Trp Asn 
500 505 510 



Asn Leu Asp Phe Phe lie Met Ala Met Ala Val Leu Asp Phe Leu Leu 
515 520 525 



Met Gin Thr His Ser Phe Ala lie Tyr His Gin Ser Leu Phe Arg lie 
530 535 540 



Leu Lys Val Phe Lys Ser Leu Arg Ala Leu Arg Ala lie Arg Val Leu 
545 550 555 560 



Arg Arg Leu Ser Phe Leu Thr Ser Val Gin Glu Val Thr Gly Thr Leu 
565 570 575 



Gly Gin Ser Leu Pro Ser lie Ala Ala lie Leu lie Leu Met Phe Thr 
580 585 590 



Cys Leu Phe Leu Phe Ser Ala Val Leu Arg Ala Leu Phe Arg Lys Ser 
595 600 605 



Asp Pro Lys Arg Phe Gin Asn lie Phe Thr Thr lie Phe Thr Leu Phe 
610 615 620 



Thr Leu Leu Thr Leu Asp Asp Trp Ser Leu lie Tyr Met Asp Ser Arg 
625 630 635 640 



Ala Gin Gly Ala Trp Tyr lie lie Pro lie Leu lie lie Tyr lie lie 
645 650 655 



lie Gin Tyr Phe lie Phe Leu Asn Leu Val lie Thr Val Leu Val Asp 
660 665 670 



Ser Phe Gin Thr Ala Leu Phe Lys Gly Leu Glu Lys Ala Lys Gin Glu 
675 680 685 



Arg Ala Ala Arg lie Gin Glu Lys Leu Leu Glu Asp Ser Leu Thr Glu 
690 695 700 



Leu Arg Ala Ala Glu Pro Lys Glu Val Ala Ser Glu Gly Thr Met Leu 
705 710 715 720 



Lys Arg Leu lie Glu Lys Lys Phe Gly Thr Met Thr Glu Lys Gin Gin 
725 730 735 



Glu Leu Leu Phe His Tyr Leu Gin Leu Val Ala Ser Val Glu Gin Glu 
740 745 750 



Gin Gin Lys Phe Arg Ser Gin Ala Ala Val lie Asp Glu lie Val Asp 
755 760 765 



Thr Thr Phe Glu Ala Gly Glu Glu Asp Phe Arg Asn 
770 775 780 



<210> 3 

<211> 2061 

<212> DNA 

<213> Mus musculus 

<220> 

<223> Murine Catsper 1 

<400> 3 

atggatcaat cttcaaggag ggacgagtct taccatgaga cacaccccgg tagcttagac 60 

ccaagccatc aatcccaccc ccacccccac ccccacccca ccctgcatag gccaaaccaa 120 

ggtggcgtct attacgattc tcctcagcat gggatgttcc aacaaccata ccaacagcat 180 

ggtgggttcc atcaacaaaa tgaattgcag catttgcgtg agttctcaga ctcccatgac 240 

aatgctttct cccatcattc ctatcagcag gacagggctg gtgtctctac cttacctaat 300 

aacatctctc acgcttatgg tggatcgcac ccccttgctg agtcccagca ctctggtgga 360 

ccccagagtg gacctcgtat tgacccgaat catcatcccc accaagatga cccccataga 420 

cccagtgaac ctttgtccca cccctcctct actggcagcc accaagggac aacccatcaa 480 

caataccatg agaggtctca ccatcttaac ccccagcaga acagagatca tgcagacacc 540 



atttcctatc gctccagtac gcggttctat cgctcccatg cgccgttcag tcgccaggaa 600 

agacctcatc tccacgctga tcaccatcat gagggccatc atgcccattc tcaccatggt 660 

gaacatcccc accacaagga gcaacggcac tatcacggag atcatatgca tcaccatatc 72 0 

catcatcgct ccccaagtgc ctcccaactc tcacacaagt ctcacagcac acttgccacc 780 

tctccatctc atgtgggatc gaaaagcaca gccagtgggg ctcggtacac ctttggagct 840 

cgctctcaaa ttttcggcaa agctcagtcc agggagagct tgagagaatc agcctctttg 900 

agtgaagggg aggatcacgt tcagaaacgc aaaaaggccc agagggccca caagaaggca 960 

cacaccggga atatcttcca attgctatgg gaaaaaataa gccatctcct tttgggtctt 1020 

cagcaaatga tattgtcact gacccagtcc ctgggctttg agacctttat cttcatcgtg 1080 

gtctgcctca acacagtcat ccttgtggcc cagactttca ctgagctaga gatccgaggt 114 0 

gaatggtact tcatggtctt ggactccatc ttcctctcca tctatgtact agaagcagtc 1200 

ctcaagctaa ttgccctggg cctggagtat ttttatgacc catggaacaa cctggacttc 1260 

ttcatcatgg tcatggcagt gctggacttt gtgctccttc agataaactc gctctcatat 1320 

tcattctaca accacagcct gttccggatt ctcaaagtct tcaaaagtat gcgggccctg 1380 

agggccatcc gggttcttcg gaggctcagc atcctgacca gcctccacga agtggccggg 1440 

actctgagtg gatctttacc atccatcacg gccatcctca ccctcatgtt tacctgcctc 1500 

ttcctcttct ctgtggttct ccgagcactg tttcaggact cagaccccaa gcgcttccag 1560 

aacatcttta ccacactctt caccctgttc accatgctca ccctggacga ctggtccctc 1620 

atctacatag acaacagggc ccaaggcgcc tggtacatca taccgatcct catgatttac 1680 

attgtcatcc agtacttcat cttcctcaac ctggtgattg ctgtcctggt agataacttc 1740 

cagatggcgt tgctcaaagg cctagagaaa gtgaagctgg agcaagctgc ccgggtccat 180 0 

gagaagttgt tggacgactc tctgacagat ctcaacaaag cagacgccaa tgcacaaatg 18 60 

accgaggagg ccttgaagat gcagcttatt gagggaatgt ttggcaacat gacagtgaag 192 0 

cagcgggtgc tccacttcca gttcctgcag ttggtggcag cggtagaaca gcatcaacag 1980 

aagtttcgtt cccaagcgta cgtcatcgat gagcttgtgg acatggcatt tgaggctgga 2040 

gacgacgact acgggaagtg a 2 0 61 



<210> 4 
<211> 686 
<212> PRT 

<213> Mus musculus 



<220> 

<223> Murine Catsper 1 



<400> 4 

Met Asp Gin Ser Ser Arg Arg Asp Glu Ser Tyr His Glu Thr His Pro 
15 10 15 



Gly Ser Leu Asp Pro Ser His Gin Ser His Pro His Pro His Pro His 
20 25 30 



Pro Thr Leu His Arg Pro Asn Gin Gly Gly Val Tyr Tyr Asp Ser Pro 
35 40 45 



Gin His Gly Met Phe Gin Gin Pro Tyr Gin Gin His Gly Gly Phe His 
50 55 60 



Gin Gin Asn Glu Leu Gin His Leu Arg Glu Phe Ser Asp Ser His Asp 
65 70 75 80 



Asn Ala Phe Ser His His Ser Tyr Gin Gin Asp Arg Ala Gly Val Ser 
85 90 95 



Thr Leu Pro Asn Asn lie Ser His Ala Tyr Gly Gly Ser His Pro Leu 
100 105 110 



Ala Glu Ser Gin His Ser Gly Gly Pro Gin Ser Gly Pro Arg lie Asp 
115 120 125 



Pro Asn His His Pro His Gin Asp Asp Pro His Arg Pro Ser Glu Pro 
130 135 140 



Leu Ser His Pro Ser Ser Thr Gly Ser His Gin Gly Thr Thr His Gin 
145 150 155 160 



Gin Tyr His Glu Arg Ser His His Leu Asn Pro Gin Gin Asn Arg Asp 
165 170 175 



His Ala Asp Thr lie Ser Tyr Arg Ser Ser Thr Arg Phe Tyr Arg Ser 
180 185 190 



His Ala Pro Phe Ser Arg Gin Glu Arg Pro His Leu His Ala Asp His 
195 200 205 



His His Glu Gly His His Ala His Ser His His Gly Glu His Pro His 
210 215 220 



His Lys Glu Gin Arg His Tyr His Gly Asp His Met His His His lie 
225 230 235 240 



His His Arg Ser Pro Ser Ala Ser Gin Leu Ser His Lys Ser His Ser 
245 250 255 



Thr Leu Ala Thr Ser Pro Ser His Val Gly Ser Lys Ser Thr Ala Ser 
260 265 270 



Gly Ala Arg Tyr Thr Phe Gly Ala Arg Ser Gin lie Phe Gly Lys Ala 
275 280 285 



Gin Ser Arg Glu Ser Leu Arg Glu Ser Ala Ser Leu Ser Glu Gly Glu 
290 295 300 



Asp His Val Gin Lys Arg Lys Lys Ala Gin Arg Ala His Lys Lys Ala 
305 310 315 320 



His Thr Gly Asn lie Phe Gin Leu Leu Trp Glu Lys lie Ser His Leu 
325 330 335 



Leu Leu Gly Leu Gin Gin Met lie Leu Ser Leu Thr Gin Ser Leu Gly 
340 345 350 



Phe Glu Thr Phe lie Phe lie Val Val Cys Leu Asn Thr Val lie Leu 
355 360 365 



Val Ala Gin Thr Phe Thr Glu Leu Glu lie Arg Gly Glu Trp Tyr Phe 
370 375 380 



Met Val Leu Asp Ser lie Phe Leu Ser lie Tyr Val Leu Glu Ala Val 
385 390 395 400 



Leu Lys Leu lie Ala Leu Gly Leu Glu Tyr Phe Tyr Asp Pro Trp Asn 
405 410 415 



Asn Leu Asp Phe Phe lie Met Val Met Ala Val Leu Asp Phe Val Leu 
420 425 430 



Leu Gin lie Asn Ser Leu Ser Tyr Ser Phe Tyr Asn His Ser Leu Phe 



435 



440 



445 



Arg lie Leu Lys 
450 



Val Leu Arg Arg 
465 



Thr Leu Ser Gly 



Phe Thr Cys Leu 
500 



Asp Ser Asp Pro 
515 



Leu Phe Thr Met 
530 



Val Phe Lys Ser 
455 



Leu Ser lie Leu 
470 



Ser Leu Pro Ser 
485 



Phe Leu Phe Ser 



Lys Arg Phe Gin 
520 



Leu Thr Leu Asp 
535 



Met Arg Ala Leu 
460 



Thr Ser Leu His 
475 



lie Thr Ala lie 
490 



Val Val Leu Arg 
505 



Asn lie Phe Thr 



Asp Trp Ser Leu 
540 



Arg Ala lie Arg 



Glu Val Ala Gly 
480 



Leu Thr Leu Met 
495 



Ala Leu Phe Gin 
510 



Thr Leu Phe Thr 
525 



lie Tyr lie Asp 



